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CORRIGENDUM

Genes & Development 34: 898-912 (2020)

Corrigendum: UAP56/DDX39B is a major cotranscriptional RNA-DNA helicase
that unwinds harmful R loops genome-wide

Carmen Pérez-Calero, Aleix Bayona-Feliu, Xiaoyu Xue, Sonia I. Barroso, Sergio Munoz,
Victor M. Gonzélez-Basallote, Patrick Sung, and Andrés Aguilera

In the above-mentioned article, during the preparation of Supplemental Figure S7D for the final version of this article, two
of the DRIPc-seq profiles—those of the siC and siUAP56 samples untreated with RNHI1—were unintentionally plotted
using a coverage bigwig file with a bin size different from the others. The amended version of this figure, in which the
RNH-sensitive regions have been marked, can be found in the Revised Supplemental Material online. The revised plots
correspond to the same original data and do not alter the conclusions of the paper. The authors apologize for this error.

10.1101/gad.348365.121

GENES & DEVELOPMENT 35:573 Published by Cold Spring Harbor Laboratory Press; ISSN 0890-9369/21; www.genesdev.org 573


http://www.genome.org/cgi/doi/10.1101/gad.348365.121
http://genesdev.cshlp.org/site/misc/terms.xhtml
http://genesdev.cshlp.org/
http://www.cshlpress.com

Downloaded from genesdev.cship.org on August 9, 2022 - Published by Cold Spring Harbor Laboratory Press

=8 1-8-3

dlevelopment

Corrigendum: UAP56/DDX39B is a major cotranscriptional RNA-DNA
helicase that unwinds harmful R loops genome-wide

Carmen Pérez-Calero, Aleix Bayona-Feliu, Xiaoyu Xue, et al.

Genes Dev. 2021, 35:
Access the most recent version at doi:10.1101/gad.348365.121

Related Content UAP56/DDX39B is a major cotranscriptional RNA DNA helicase that unwinds
harmful R loops genome-wide
Carmen Pérez-Calero, Aleix Bayona-Feliu, Xiaoyu Xue, et al.
Genes Dev. July , 2020 34: 898-912

License

Email Alerting  Receive free email alerts when new articles cite this article - sign up in the box at the top
Service right corner of the article or click here.

3 Pkl breer cramapuary

horizon " Streamline your research with

Horizon Discovery's ASO tool

Published by Cold Spring Harbor Laboratory Press


http://genesdev.cshlp.org/lookup/doi/10.1101/gad.348365.121
http://genesdev.cshlp.org/content/genesdev/34/13-14/898.full.html
http://genesdev.cshlp.org/cgi/alerts/ctalert?alertType=citedby&addAlert=cited_by&saveAlert=no&cited_by_criteria_resid=protocols;10.1101/gad.348365.121&return_type=article&return_url=http://genesdev.cshlp.org/content/10.1101/gad.348365.121.full.pdf
http://genesdev.cshlp.org/cgi/adclick/?ad=56662&adclick=true&url=https%3A%2F%2Fhorizondiscovery.com%2Fen%2Fcustom-synthesis%2Fcustom-aso-synthesis%3Futm_source%3DG%2526D%2BJournal%26utm_medium%3DBanner%26utm_campaign%3DASO-Tool-Launch
http://genesdev.cshlp.org/
http://www.cshlpress.com

